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PURPOSE & OBJECTIVES RESULTS

The objective of this study is to determine the
robustness of the results obtained by cell-free DNA
(cfDNA) released into the culture media compared to
paired trophectoderm biopsies (TE) and whole
blastocysts (WB) using two different incubator

High concordance rate of the cfDNA analysis with either TE or WB was observed in both groups. A summary of the results is shown in Table 1.
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included in group A and 77 in group B. Concordance
of the cfDNA with the paired TE or WB was estimated
as follows: ploidy concordance was considered as the
overall agreement between the cfDNA and the paired
blastocyst sample considering them euploid or
aneuploid. Ploidy concordance included both full
concordance (when the chromosomal status for all
the chromosomes in both samples is the same) and
partial concordance (the chromosomal status for
some chromosomes might differ between samples,
but they are both aneuploid).
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CONCLUSIONS

The study supports the robustness of the analysis of
embryo cfDNA compared to TE and WB in different
laboratory settings and culture conditions. Further
studies are needed to confirm whether specific
culture conditions, such as time-lapse, can optimize
test performance and show higher concordance and
lower contamination rates.
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